Population genetic analysis of Chinese Zhuang and Mulao minorities using AGCU-X19 STR kit.
To investigate the genetic variation and forensic efficiency of 19 X-STR loci in the Zhuang and Mulao minorities, we calculated allele frequencies, forensic parameters, and haplotype frequencies of 405 Zhuang and 234 Mulao unrelated healthy individuals from Guangxi Zhuang Autonomous Region of China. Furthermore, we analyzed the population genetic differentiations between the two minorities and other reported Chinese populations.